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Abstract 

Most sporadic colorectal cancers (CRCs) develop from preexisting adenomas. The transition 

from an adenoma to a CRC leads to disruption in cytokine secretion and immune imbalance. 

Interleukin-33 (IL-33) is a newly discovered proinflammatory cytokine belonging to the IL-1 

cytokine family, and involved in the regulation of immune function and development of 

chronic colorectal inflammation and cancers. However, the activation of the IL33/ST2 axis 

alongside the colorectal adenoma-carcinoma sequence is poorly understood. Our aim is to 

evaluate the dynamics between the IL-33/ST2 axis and the human colorectal normal - 

adenoma - carcinoma sequence. The expression of IL-33 in adenomas (n=50) determined by 

real-time PCR was significantly higher than that in the colorectal mucosa from normal 

individuals. The expression of IL-33 was also increased in CRCs (n=50) when compared to 

the normal control group.  Significantly lower levels of IL-33 where found in the CRCs 

compared with the adenomas; moreover, the analysis revealed that a high IL-33 level was 

associated with a low dysplasia degree in the adenomas, as well as with a statistically non-

significant increase of survival time in the CRC patients. The increased expression of IL-33 in 

adenomas/CRCs was confirmed by immunohistochemistry (IHC) which showed that IL-33 

immunoreactivity was expressed in the adenomatous/cancerous epithelium, whereas it was 

undetectable in the normal controls. IHC also confirmed that the IL-33 receptor (ST2) is 

increased in tumor stromal cells. Double IHCs identified that IL-33 immunoreactivity was in 

the tumor stromal myofibroblasts and microvessels. In conclusion, the expression of IL-33 in 

the tumor microenvironment was dynamically altered along the colorectal adenoma-

carcinoma sequence; and may be a potential predictor for the progression of the adenoma to 

the CRC.  
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Introduction 

 

Human colorectal cancer (CRC) is one of the most common cancers throughout the world. 

According to the adenoma-carcinoma sequence hypothesis, most sporadic CRCs develop 

primarily from a pre-existing adenoma in a setting where a multistep molecular and 

histological carcinogenesis event progresses to a carcinoma (1, 2).  The transition from an 

adenoma to a CRC may take many years and can inevitably result in a series of changes that 

include altered cytokine secretion and immune cell function in the tumor microenvironment 

(3-5). Since the cytokines play an essential role in the communication between tumor cell 

initiation/progression and host anti-tumor immunity (6-11), it is important to investigate the 

cytokine changes in the tumor microenvironment, in order to better understand the transitional 

mechanisms and design novel interventional strategies. Indeed, in previous studies, we and 

others have revealed that the colorectal neoplastic transformation leads to a remarkable 

alteration of cytokine secretion in the tumor immune microenvironment (6, 8, 12, 13), this 

may have a significant role in predicting the progression from the adenomas to CRCs (12, 14, 

15) and prognosis of the CRCs (7, 9, 10, 12, 13, 16).  

IL-33 is a newly discovered proinflammatory cytokine that belongs to the IL-1 family. The 

IL-33/ST2 (IL-33 receptor) axis plays an important role in regulating both Th1 and Th2 cell 

responses (17) and is associated with inflammatory diseases in humans (18). The role of IL-

33/ST2 in tumors has been investigated; however, the involvement of IL-33 in different 

human tumors is controversial. It has been reported that the IL-33/ST2 pathway may play an 

active role in inhibiting antitumor immunity, promoting metastasis in breast cancer (19-21) 

and acting as a crucial mediator in inflammation-associated pancreatic carcinogenesis (22). 

Moreover, IL-33 was reported to be associated with the invasion or metastasis of tumors in 

head and neck squamous cell carcinoma (23) and hepatocellular carcinoma (HCC) (24). The 

prognostic significance of IL-33 was also examined. Several studies have shown that a high 
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expression of IL-33 is associated with a poor prognosis in diverse cancers and may be a 

potential prognostic factor (23, 25, 26). However, opposing findings in different types of 

cancers have also been reported. In patients with multiple myeloma, reduced IL-33 plasma 

expression level was associated with a more advanced stage of disease (27). In human HCC, 

no significant difference in IL-33 serum levels was found in HCC compared to liver cirrhosis 

and healthy controls (28). The role of IL-33 in inflammatory bowel diseases has been studied, 

extensive evidence now suggests that IL-33 is activated in the inflamed mucosa of ulcerative 

colitis and plays a critical role in the development of chronic inflammation (29, 30), which is 

a risk factor for CRC. However, information is still very limited regarding the IL-33/ST2 axis 

in sporadic colorectal tumor-bearing hosts, particularly regarding the changes in the colorectal 

adenoma-carcinoma sequence. 

Given the above background, we hypothesized that altered IL-33 expression in the tumor 

microenvironment could be an important change accompanying the colorectal neoplastic 

transformation. In the present study, therefore, we investigate the expression of IL-33/ST2 in 

the tumor microenvironment and its significance along the colorectal adenoma-carcinoma 

sequence. 
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Patients and Methods 

Patients 

Colorectal biopsies were obtained from 50 colorectal adenomas excised completely by 

endoscopic polypectomy (age 43-92 years); 50 CRC excised by surgery (age 42-89 years) and 

15 morphological normal colorectal mucosa determined by colonoscopic and histological 

examination (age 30-77 years) in the Departments of Gastrointestinal Surgery and 

Gastroenterology, University Hospital of North Norway. Patients were recruited between 

August 2003 and December 2008 (detail information see Table 1). None of the included 

patients or control subjects had a history of regular use of immunomodulation treatment or 

chemotherapy. All the biopsies were prepared and routinely embedded in paraffin. Sections (4 

m) were cut and stained with haematoxylin and eosin (H&E). Histological diagnosis for all 

the biopsies was determined by experienced pathologists at the Department of Clinical 

Pathology, University Hospital of North Norway and reviewed by SWS. The study was 

approved by the Regional Ethical Committee of Northern Norway and written informed 

consent was obtained from the patients.  

 

Quantification of IL-33 mRNA in the tissues from the controls, adenomas and CRCs by real-

time PCR    

Biopsies were collected in RNAlater solution (Ambion Europe, Cambridgeshire, UK) and 

total RNA was extracted by the Trizol method (Invitrogen Life Tech., Carlsbad, MA, USA) 

and reverse transcription was performed with SuperScript II (Invitrogen Life Tech., Carlsbad, 

MA, USA). Real-time PCR was performed on an ABI-prism 7900 sequence detector with 

TaqMan Gold™ PCR core reagents kit (Applied Biosystems/Roche, Branchburg, NJ, USA) 

in 25 L volume according to our previously published method (31). The TaqMan primer 

sequences for housekeeping gene (beta-actin): forward primer 5’ 
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TGCCGACAGGATGCAGAAG 3’; reverse primer 5’ GCCGATCCACACGGAGTACT 3’; 

probe FAM 5’ AGATCAAGATCATTGCTCCTCCTGAGCGC 3’ TAMRA. For IL-33: 

forward primer 5’ TGAGTCTCAACACCCCTCAAATG 3’; reverse primer 5’ 

GGCATGCAACCAGAAGTCTTTT 3’ and probe FAM 5’ 

CAGGTGACGGTGTTGATGGTAAGATGTTAATG 3’ BHQ. The expression of IL-33 

mRNA in tissues obtained from the colorectal adenomas and CRCs was measured by cycle 

threshold (CT) value relative to that of the normal control mucosa as fold difference (N)=2
-

ΔΔCT
, ΔCT = CTIL-8 gene-CTbeta-actin , ΔΔCT= ΔCT CRA or CRC-average ΔCT normal as described in 

our recent publication (13). The difference among the normal controls, colorectal adenoma 

and CRC were compared by ΔCT values.  

 

Immunohistochemical examinations of IL-33 (+) cells and IL-33 receptor ST2 in the tumor 

microenvironment 

Immunohistochemistry (IHC) was performed using 4 m paraffin sections from the controls, 

adenomas and CRCs with Vectastatin Elite ABC Kit (Vector Lab., Burlingame, CA, USA) 

according to the manufacturer’s instructions and our published methods (32). The following 

primary antibodies were used: goat anti-human IL-33 polyclonal antibody (working dilution 

1:100; R&D system, Minneapolis, MN, USA) and mouse anti-ST2 monoclonal antibody 

(Medical & Biological Laboratories Co. Ldt, Nagoya, Japan). Antibodies were incubated at 

4ºC over night. 3-Amino-9-ethylcarbazole (AEC; Vector Laboratories, Burlingame, CA, 

USA) was used as chromogen and slides were slightly counterstained with Mayer's 

hematoxylin. Negative control slides for IHCs were performed routinely: (1) primary 

antibodies were substituted with the isotype-matched control antibodies; (2) secondary 

antibody was substituted with phosphate buffered saline (PBS).   
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Evaluation of IL-33 expressing cell type in tumor stroma by double IHCs  

To define the phenotypes of IL-33 expressing cells in the tumor microenvironment, double 

IHC staining with antibodies IL-33 (rabbit polyclonal antibody, from Abcam, UK)/CD34 

(monoclonal antibody from Dako Cor., Carpinteria, CA, USA, to label microvessels), and IL-

33/SMA-alpha (monoclonal antibody from Dako Cor., Carpinteria, CA, USA, to label 

myofibroblasts) were performed with EnVision Doublestain System kit (Dako Cor., 

Carpinteria, CA, USA) as described in our publication previously (13). 3-amino-9-

ethylcarbazole substrate kit for peroxidase (AEC, Vector Laboratories, Burlingame, CA, 

USA) was used for the visualization of IL-33 immunoreactivity and Vector blue alkaline 

phosphatase substrate kit III (Vector blue, Vector Laboratories, Burlingame, CA, USA) for 

CD34 and SMA-alpha immunoreactivity respectively. Nuclear counterstaining was not 

applied.  

 

Morphometric analysis  

All the stained slides were examined under light microscopy. IL-33 and ST2 positive cells 

were found to be present in both the lamina propria and epithelium, their numbers were 

evaluated in the lamina propria and epithelium respectively according to the method described 

in our previous publication (12). In the stroma, semi-quantified scoring was done in at least 3 

optional fields with abundant distribution from each slide under 400 high-power 

magnifications and  scored as: nil (0), 1-19 cells/field (1+), 20-49 cells/field (2+) and over 50 

cells/field (3+). In the epithelium, IL-33 positive cells and ST2 positive cells were graded on a 

scale of 0-3, with 0 representing no detectable staining and 3+ representing the strongest 

staining. The average values were used for statistical analysis.
 

 

Statistical analysis  
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The results were expressed as mean ± SEM unless otherwise stated. Statistical significance 

was evaluated by the Mann–Whitney test and the Kruskal–Wallis test. The Kaplan–Meier 

analysis with the log-rank test was used to calculate survival rates and differences in survival 

curves and p values were determined by the log-rank test. The Cox proportional hazards 

regression model with a stepwise procedure was used to analyse the simultaneous influence of 

prognostic factors. Values of P< 0.05 and <0.01 were considered significant. 
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Results 

On the transcript level, the increase of IL-33 was demonstrated in the adenomas and sporadic 

CRCs  

The increase of IL-33 mRNA in adenomas, determined by real-time PCR, was significantly 

higher than that in the normal colorectal mucosa (see Fig. 1). The expression of IL-33 

transcript in sporadic CRCs was also significantly higher than in normal controls, but lower 

than that in adenomas (see Fig.1).  

The predicating significance of IL-33 level in the adenomas and CRCs 

 The expression levels of IL-33 with pathological parameters in the adenomas and sporadic 

CRCs were analyzed. It showed that high IL-33 levels were significantly associated with the 

low grade of dysplasia in the adenomas (see Fig. 1B). Adenoma patients with a high grade of 

dysplasia had a lower IL-33 expression level than compared with patients with a low grading 

score of dysplasia; but it did not differ between different histological subtypes/groups (see Fig. 

1C).  

The relationship between IL-33 and CRC pathological parameters was also analyzed. The 

results have shown that the expression level of IL-33 did not significantly differ in CRC 

patients with different TNM stages (TNM stage I vs. II vs. III+VI: 8.37±3.96 vs. 9.39±4.44 

vs. 7.40±3.62: P>0.05, the Kruskal–Wallis test) and node involvements (node negative vs. 

node positive: 8.62±2.85 vs. 8.01±4.72, P>0.05, the Mann–Whitney test) in sporadic CRCs.  

It has been shown that increased IL-33 expression may influence the survival in certain types 

of cancer patients (23, 25, 26, 28).  Hence, we also analyzed the relationship between IL-33 
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expression and clinical prognosis in CRC patients. In this study, the overall survival data were 

available in 28 CRC patients. As shown in Fig. 1D, the Kaplan–Meier analysis revealed that 

the overall survival in CRC patients with a high IL-33 expression was in an increasing trend 

than those with a low IL-33 expression, although the difference was statistically not 

significant (Fig. 1E).   

IL-33 and its receptor ST2 were expressed in both the tumor stromal cells and 

adenomatous/cancerous cells  

To examine the expression patterns of IL-33 and its receptor ST2 in the adenomas and 

sporadic CRCs, IHCs with specific IL-33 and ST2 antibodies were performed. The IHC 

results demonstrated that IL-33 immunoreactivity was only observed in the normal lamina 

proporia, but not in the controls epithelium (Fig, 2A); whereas it was observed in both the in 

the microvessels (arrow pointed in Fig. 2B & C respectively) in the tumor stroma and 

adenomatous/cancerous epithelium (arrow head pointed in Fig. 2B and inserted image in Fig. 

2C respectively). When the IL-33 positive cells were semi-quantified, the grading score of IL-

33 positive cells were shown to be significantly increased in the adenomatous epithelium than 

that in the control epithelium (Fig. 2G); it was also increased in the cancerous epithelium 

compared to the control epithelium but lower than in the adenomatous epithelium (see Fig. 

2G).   

The results for ST2 IHC showed that ST2 immunoreactivity could be observed in both the 

epithelium and lamina propria in the control (Fig. 2D), the adenoma (Fig. 2E) and the CRC 

(Fig. 2F).  ST2 immunoreactivity can also be seen in the tumor associated microvessels in the 

tumor stroma in both the adenomas (arrow pointed in inserted image in Fig. 2E) and the CRCs 

(arrow pointed in inserted image in Fig. 2E). However, when the ST2 positive cells were 

semi-quantitatively graded, only the grading score of ST2 positive cells in the stroma showed 
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a non-significant gradually increasing trend from the controls to adenomas and sporadic 

CRCs (see Fig. 2I). The grading score of ST2 immunoreactivity in the epithelium in all three 

groups was not changed (see Fig. 2H).  

The phenotypic characterization of IL-33 expressing cells in the tumor stroma  

To identify the IL-33 positive cell types in the tumor stroma, double IHCs with IL-33/CD34, 

IL-33/SMA-alpha were performed.  As compared with the control group sections, the co-

expression of IL-33 with CD34 (Fig. 3A-C) and SMA-alpha (Fig. 3D-F) in the tumor stroma 

was frequently observed in the adenomatous and CRC sections and revealed that most IL-33 

positive cells in the adenomatous and cancerous stroma were tumor associated microvesells 

and myofibroblasts. 
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Discussion 

Previously we and other groups have demonstrated that certain cytokines may play an 

important role in the adenoma-carcinoma transition (8, 12, 14, 15). In this study we have 

examined the dynamics of the novel proinflammatory cytokine IL-33 along the colorectal 

adenoma-carcinoma sequence. We were able to demonstrate that IL-33 was significantly 

elevated at the adenomatous stage, and became lower at the CRC stage as compared with the 

adenomatous stage, but still higher than the controls. The expression level of IL-33 was 

associated with the degree of dysplasia in the adenomas, and also statistically non-significant 

with the increase trend of overall survival time in the CRCs. These findings may suggest that 

IL-33 could be a potential prognostic indicator along the colorectal adenoma-carcinoma 

sequence.  

Recent studies have revealed that the elevation of IL-33 is involved in several types of 

digestive system cancers that include pancreatic cancer (22), gastric cancer (26) and HCC (24, 

28). In the investigation of IL-33 in colonic diseases, it has been found that the increase of 

IL-33 is related to the development of colorectal chronic inflammation (ulcerative colitis) (29, 

30), whereas the epidemiological studies from different countries have revealed that 

ulcerative colitis may significantly raise the CRC risk (33-39).  Our current study, in our best 

knowledge, is the first study to demonstrate a dynamic change of IL-33 from the colorectal 

adenomas to the sporadic CRCs. The increase of IL-33 is an early event in the colorectal 

adenoma-carcinoma sequence, which was significantly increased at the adenomatous stage 

and became lower at the cancer stage as compared to the adenomas; however it is still higher 

than that in the controls.  The exact reason for this expression pattern is currently unclear. 

However, it may be related to the dynamic changes observed in IL-33 regulatory factor 

expressions in the same microenvironment at different stages of the colorectal adenoma-
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carcinoma sequence. It has been shown that some cytokines i.e. interferon (IFN)-gamma and 

tumor necrosis factor (TNF)-alpha can stimulate the expression of IL-33 in human skin cell 

and skin inflammation (40-42), we have previously demonstrated that levels of IFN-gamma 

and TNF-alpha are elevated in the adenomatous tissues, but reduced in the CRC tissues (12). 

This may partially explain the dynamic change of IL-33 expression along the colorectal 

adenoma-carcinoma sequence. In this study we have found that the expression level of IL-33 

in the adenomatous tissues is associated with the grade of dysplasia, which is an important 

histological transitional indicator from the adenoma to the CRC; adenomas with higher IL-33 

level had a lower dysplasia degree. This finding may indicate that IL-33 is an early response 

cytokine and may serve as an alarm cytokine during the colorectal neoplastic transformation. 

Interestingly, the survival time was shown in an increasing trend in CRC patients with a 

higher IL-33 level had a longer survival time than those with lower IL-33 level, although the 

difference was not statistically significant. Since we have only got the survival data from 28 

CRC patients, it is necessary to investigate its prognostic significance further in a large scale 

study of a CRC patient group.  

Our further IHC results clearly showed that the adenomatous/cancerous epithelium may 

contribute to the increased expression of IL-33 in those patients, because the IL-33 

immunoreactivity seen in the transformed (adenomatous/cancerous) epithelium, which was 

not observed in the control epithelium. In the tumor stroma IL-33 immunoreactivity can also 

be identified in microvessels and myfibroblasts, this observation is consistent with previous 

findings from studies in patients with ulcerative colitis (30, 43-45). In those studies, IL-33 

immunoreactivity was observed in both the inflamed colonic epithelium and lamina propria. 

It has been revealed that IL-33 can stimulate angiogenesis and cell growth via its receptor 

ST2 expressed in the effecting cells (20, 46). In this study we have observed that ST2 was 

expressed in both the adenomatous/cancerous epithelium and microvessels, whether IL-
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33/ST2 has such regulating functions in the tumor microenvironment needs to be investigated 

in the future.  

In conclusion our data outlines a dynamic change of IL-33 expression along the 

colorectal adenoma-carcinoma sequence in which IL-33 is increased at the adenomatous 

stage with a declining expression towards the CRC stage. The level of IL-33 was associated 

with the progression of dysplastic degree in patients with adenomas and survival time in 

patients with CRCs. Additional studies are needed to give insight into the role of IL-33/ST2 

in the initiation of adenomas and sporadic CRCs. 
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Table 1. Histological data of specimens from patients and normal controls  

 

 Gender Pathology Dysplasia 

 male female tubular tubulovillous villous LGD MGD HGD 

Normal 10 5       

Adenoma 31 19 33 15 2 22 24 4 

       

TNM stage 

   adenocarcinoma mucinous signet-ring I II III+VI 

Cancer 42 8 45 4 1 9 20 21 

LGD: Lower grade dysplasia. 

MGD: Moderate grade dysplasia. 

HGD: High grade dysplasia. 

 



 16 

References 

 

1.Leslie A, Carey FA, Pratt NR, Steele RJ. The colorectal adenoma-carcinoma sequence. Br J 

Surg 2002;89:845-860. 

2. Khosraviani K. Colorectal adenoma-carcinoma sequence. Gut 1996;39:342. 

3.Xie K. Interleukin-8 and human cancer biology. Cytokine Growth Factor Rev 2001;12:375-

391. 

4.Cacev T, Radosevic S, Krizanac S, Kapitanovic S. Influence of interleukin-8 and 

interleukin-10 on sporadic colon cancer development and progression. Carcinogenesis 

2008;29:1572-1580. 

5.Waugh DJ, Wilson C. The interleukin-8 pathway in cancer. Clin Cancer Res 2008;14:6735-

6741. 

6.Fantini MC, Pallone F. Cytokines: from gut inflammation to colorectal cancer. Curr Drug 

Targets 2008;9:375-380. 

7.Choi JW, Liu H, Shin DH, Yu GI, Hwang JS, Kim ES, Yun JW. Proteomic and cytokine 

plasma biomarkers for predicting progression from colorectal adenoma to carcinoma in 

human patients. Proteomics 2013;13:2361-2374. 

8.Chung YC, Chang YF. Significance of inflammatory cytokines in the progression of 

colorectal cancer. Hepatogastroenterology 2003;50:1910-1913. 

9.Kang M, Edmundson P, Araujo-Perez F, McCoy AN, Galanko J, Keku TO. Association of 

plasma endotoxin, inflammatory cytokines and risk of colorectal adenomas. BMC Cancer 

2013;13:91. 

10.Kim S, Keku TO, Martin C, Galanko J, Woosley JT, Schroeder JC, Satia JA, et al. 

Circulating levels of inflammatory cytokines and risk of colorectal adenomas. Cancer Res 

2008;68:323-328. 

11.Krzystek-Korpacka M, Diakowska D, Kapturkiewicz B, Bebenek M, Gamian A. Profiles 

of circulating inflammatory cytokines in colorectal cancer (CRC), high cancer risk conditions, 

and health are distinct. Possible implications for CRC screening and surveillance. Cancer Lett 

2013;337:107-114. 

12.Cui G, Goll R, Olsen T, Steigen SE, Husebekk A, Vonen B, Florholmen J. Reduced 

expression of microenvironmental Th1 cytokines accompanies adenomas-carcinomas 

sequence of colorectum. Cancer Immunol Immunother 2007;56:985-995. 

13.Cui G, Yuan A, Goll R, Vonen B, Florholmen J. Dynamic changes of interleukin-8 

network along the colorectal adenoma-carcinoma sequence. Cancer Immunol Immunother 

2009;58:1897-1905. 

14.Contasta I, Berghella AM, Pellegrini P, Adorno D. Passage from normal mucosa to 

adenoma and colon cancer: alteration of normal sCD30 mechanisms regulating TH1/TH2 cell 

functions. Cancer Biother Radiopharm 2003;18:549-557. 

15.Pellegrini P, Contasta I, Del Beato T, Ciccone F, Berghella AM. Gender-specific cytokine 

pathways, targets, and biomarkers for the switch from health to adenoma and colorectal 

cancer. Clin Dev Immunol 2011;2011:819724. 

16.Oliveira Frick V, Rubie C, Ghadjar P, Faust SK, Wagner M, Graber S, Schilling MK. 

Changes in CXCL12/CXCR4-chemokine expression during onset of colorectal malignancies. 

Tumour Biol 2011;32:189-196. 

17. Liew FY. IL-33: a Janus cytokine. Ann Rheum Dis 2012;71 Suppl 2:i101-104. 

18. Miller AM. Role of IL-33 in inflammation and disease. J Inflamm (Lond) 2011;8:22. 

19.Jovanovic IP, Pejnovic NN, Radosavljevic GD, Arsenijevic NN, Lukic ML. IL-33/ST2 

axis in innate and acquired immunity to tumors. Oncoimmunology 2012;1:229-231. 



 17 

20.Milovanovic M, Volarevic V, Radosavljevic G, Jovanovic I, Pejnovic N, Arsenijevic N, 

Lukic ML. IL-33/ST2 axis in inflammation and immunopathology. Immunol Res 2012;52:89-

99. 

21.Eiwegger T, Akdis CA. IL-33 links tissue cells, dendritic cells and Th2 cell development 

in a mouse model of asthma. Eur J Immunol 2011;41:1535-1538. 

22.Schmieder A, Multhoff G, Radons J. Interleukin-33 acts as a pro-inflammatory cytokine 

and modulates its receptor gene expression in highly metastatic human pancreatic carcinoma 

cells. Cytokine 2012;60:514-521. 

23.Chen SF, Nieh S, Jao SW, Wu MZ, Liu CL, Chang YC, Lin YS. The paracrine effect of 

cancer-associated fibroblast-induced interleukin-33 regulates the invasiveness of head and 

neck squamous cell carcinoma. J Pathol 2013;231:180-189. 

24.Zhang P, Liu XK, Chu Z, Ye JC, Li KL, Zhuang WL, Yang DJ, et al. Detection of 

interleukin-33 in serum and carcinoma tissue from patients with hepatocellular carcinoma and 

its clinical implications. J Int Med Res 2012;40:1654-1661. 

25.Hu LA, Fu Y, Zhang DN, Zhang J. Serum IL-33 as a diagnostic and prognostic marker in 

non- small cell lung cancer. Asian Pac J Cancer Prev 2013;14:2563-2566. 

26.Sun P, Ben Q, Tu S, Dong W, Qi X, Wu Y. Serum interleukin-33 levels in patients with 

gastric cancer. Dig Dis Sci 2011;56:3596-3601. 

27.Musolino C, Allegra A, Profita M, Alonci A, Saitta S, Russo S, Bonanno A, et al. Reduced 

IL-33 plasma levels in multiple myeloma patients are associated with more advanced stage of 

disease. Br J Haematol 2013;160:709-710. 

28.Bergis D, Kassis V, Ranglack A, Koeberle V, Piiper A, Kronenberger B, Zeuzem S, et al. 

High Serum Levels of the Interleukin-33 Receptor Soluble ST2 as a Negative Prognostic 

Factor in Hepatocellular Carcinoma. Transl Oncol 2013;6:311-318. 

29.Kobori A, Yagi Y, Imaeda H, Ban H, Bamba S, Tsujikawa T, Saito Y, et al. Interleukin-33 

expression is specifically enhanced in inflamed mucosa of ulcerative colitis. J Gastroenterol 

2010;45:999-1007. 

30.Beltran CJ, Nunez LE, Diaz-Jimenez D, Farfan N, Candia E, Heine C, Lopez F, et al. 

Characterization of the novel ST2/IL-33 system in patients with inflammatory bowel disease. 

Inflamm Bowel Dis 2010;16:1097-1107. 

31.Cui G, Olsen T, Christiansen I, Vonen B, Florholmen J, Goll R. Improvement of real-time 

polymerase chain reaction for quantifying TNF-alpha mRNA expression in inflamed 

colorectal mucosa: an approach to optimize procedures for clinical use. Scand J Clin Lab 

Invest 2006;66:249-259. 

32.Cui G, Koh TJ, Chen D, Zhao CM, Takaishi S, Dockray GJ, Varro A, et al. 

Overexpression of glycine-extended gastrin inhibits parietal cell loss and atrophy in the 

mouse stomach. Cancer Res 2004;64:8160-8166. 

33.Brostrom O, Lofberg R, Nordenvall B, Ost A, Hellers G. The risk of colorectal cancer in 

ulcerative colitis. An epidemiologic study. Scand J Gastroenterol 1987;22:1193-1199. 

34.Jess T, Rungoe C, Peyrin-Biroulet L. Risk of colorectal cancer in patients with ulcerative 

colitis: a meta-analysis of population-based cohort studies. Clin Gastroenterol Hepatol 

2012;10:639-645. 

35.Gong W, Lv N, Wang B, Chen Y, Huang Y, Pan W, Jiang B. Risk of ulcerative colitis-

associated colorectal cancer in China: a multi-center retrospective study. Dig Dis Sci 

2012;57:503-507. 

36.Karvellas CJ, Fedorak RN, Hanson J, Wong CK. Increased risk of colorectal cancer in 

ulcerative colitis patients diagnosed after 40 years of age. Can J Gastroenterol 2007;21:443-

446. 

37.Lakatos PL, Lakatos L. Challenges in calculating the risk for colorectal cancer in patients 

with ulcerative colitis. Clin Gastroenterol Hepatol 2012;10:1179; author reply 1179-1180. 



 18 

38.Pinczowski D, Ekbom A, Baron J, Yuen J, Adami HO. Risk factors for colorectal cancer in 

patients with ulcerative colitis: a case-control study. Gastroenterology 1994;107:117-120. 

39.Venkataraman S, Mohan V, Ramakrishna BS, Peter S, Chacko A, Chandy G, Kurian G, et 

al. Risk of colorectal cancer in ulcerative colitis in India. J Gastroenterol Hepatol 

2005;20:705-709. 

40.Meephansan J, Tsuda H, Komine M, Tominaga S, Ohtsuki M. Regulation of IL-33 

expression by IFN-gamma and tumor necrosis factor-alpha in normal human epidermal 

keratinocytes. J Invest Dermatol 2012;132:2593-2600. 

41.Byrne SN, Beaugie C, O'Sullivan C, Leighton S, Halliday GM. The immune-modulating 

cytokine and endogenous Alarmin interleukin-33 is upregulated in skin exposed to 

inflammatory UVB radiation. Am J Pathol 2011;179:211-222. 

42.Seltmann J, Werfel T, Wittmann M. Evidence for a regulatory loop between IFN-gamma 

and IL-33 in skin inflammation. Exp Dermatol 2013;22:102-107. 

43.Ajdukovic J, Tonkic A, Salamunic I, Hozo I, Simunic M, Bonacin D. Interleukins IL-33 

and IL-17/IL-17A in patients with ulcerative colitis. Hepatogastroenterology 2010;57:1442-

1444. 

44.Seidelin JB, Bjerrum JT, Coskun M, Widjaya B, Vainer B, Nielsen OH. IL-33 is 

upregulated in colonocytes of ulcerative colitis. Immunol Lett 2010;128:80-85. 

45.Seidelin JB, Rogler G, Nielsen OH. A role for interleukin-33 in T(H)2-polarized intestinal 

inflammation? Mucosal Immunol 2011;4:496-502. 

46.Choi YS, Choi HJ, Min JK, Pyun BJ, Maeng YS, Park H, Kim J, et al. Interleukin-33 

induces angiogenesis and vascular permeability through ST2/TRAF6-mediated endothelial 

nitric oxide production. Blood 2009;114:3117-3126. 

 

 



 19 

Legends 

 

Figure 1 legend 

 

The dynamic change of tissue IL-33 mRNA expression along the colorectal adenoma-

carcinoma sequence.  

The quantitative real-time PCR results showed that the tissue level of IL-33 mRNA in the 

adenoma tissues was significantly increased to a ~33-fold higher level (grey bar in Fig. 1), 

The expression of IL-33 transcript in sporadic CRCs (black bar in Fig. 1A) was also higher, 

but significantly lower compared to the adenomas, than that in the normal controls (white bar 

in Fig. 1A). In the adenomas, the level of IL-33 mRNA was higher in patients with low 

grading score of dysplasia than those with high grading score (Fig. 1B), and did not differ 

between histological types (Fig. 1C). In the CRCs, the Kaplan–Meier analysis showed that 

high IL-33 expression level was associated with a longer survival time (Fig. 1D), although the 

difference was statistically not significant (Fig. 1E). 

(Y axes in Fig. 1A are fold change relative to normal controls; P values are from the Kruskal–

Wallis test or the Mann-Whitney test or log-rank test). 
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Fig. 2 legend 

Photograph presentations of IL-33 and its receptor ST2 in the tumor stroma and the 

adenomatous/cancerous epithelium 

Immunohistochemical (IHC) results showed that low density of IL-33 positive cells was only 

observed in the lamina propria in the controls (Fig. 2A), but not in the normal epithelium. In 

both the adenomas and CRCs, it was observed in the tumor stroma (arrow pointed in 2B&C) 

and adenomatous/cancerous epithelium (arrow head pointed in Fig. 2B and inserted image 

in2C respectively). The semi-quantitative results showed that IL-33 expression in the 

adenomatous epithelium was higher than that in the controls (gray bar in Fig. 2G); it was also 

higher in the CRC epithelium (black bar in Fig. 2G), but lower than that in the adenomatous 

epithelium, compared to the controls (see Fig. 2G).  

The IHC results for ST2 IHC showed that ST2 immunoreactivity could be observed in the 

epithelium and lamina propria in the controls (Fig. 2C), adenomas (Fig. 2D) and CRCs (Fig. 

2E).  The grading score results showed that the expression of ST2 in the epithelium was not 

changed (Fig. 2H), but it was shown in an increase trend in the tumor stroma (Fig. 2I).  

 

(A-E: IHC, counterstained with hematoxylin, original magnification 200×). 
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Fig. 3 

The phenotypic characterization of IL-33 expressing cells in the tumor stroma  

Double IHC results with IL-33/CD34, IL-33/SMA-alpha showed that some IL-33 positive 

cells were frequently colocalized with CD34 labeled microvessels (see Fig. 3B&C) and with 

SMA-alpha labeled myofibroblasts (see Fig. 3E&F) in the adenomatous and cancerous stroma 

as compared with the normal lamina propria in the controls (Fig. 3A & D respectively).   

 (A-F, double IHC, original magnification 400×; all counterstained with hematoxylin) 

 

 

 


